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Why study systematics of Staphylinidae?
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Staphylinidae
Ahn et al. 2017; IUCN 2017

inspired by Keogh (1995)
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Scydmaenidae
Silphidae
Glypholomatinae
Empelinae
Omalliinae
Microsilphinae
Proteininae
Micropeplinae
Neophoninae
Dasycerinae
Protopselaphinae
Pselaphinae

Tachyporinae pars

Phoeocharinae
Olisthaerinae
Tachyporinae pars
Trichophyinae
Habrocerinae
Aleocharinae
Trigonurinae
Apateticinae
Scaphidiinae
Piestinae
Osoriinae
Oxytelinae
Oxyporinae
Megalopsidiinae
Steninae
Euaesthetinae
Solierinae
Leptotyphlinae
Pseudopsinae
Staphylininae
Paederinae

fossils
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Oxytelinae
Piestinae
Osoriinae 1
Piestinae
Megalopsidiinae
Habrocerinae
Trigunoridae
—E Trichophyinae
Phloeocharinae 1
Scaphidiinae
Apateticinae
Omaliinae
Empelinae
Glypholomatinae
Microsilphinae
Proteininae
I_: Staphylininae
Paederinae
Olisthaerinae
~ Tachyporinae 1
= Pseudopsinae
Micropeplinae

Pselaphinae
—E Dasycerinae
Neophoninae
Osoriinae 2
= Phloeocharinae 2
Aleocharinae
Scydmaeninae
Solierinae
Euaesthetinae
Steninae
Oxyporinae
Leptotyphlinae
~— Tachyporinae 2
Silphidae

after McKenna et al. 2014
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_Overview
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Staphylininae
A
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[Maorotiini + Othiini + Xantholinini] + Staphylinini + Platyprosopini + Arrowinini + T Thayeralinini + Diochini
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Paederinae Staphylinini
Staphylinini Arrowinini
Platyprosopini 1 Thayeralinini
Arrowinini Platyprosopini

Diochini Solodovnikov et al. 2013"

Maorothiini C
Xantholinini ‘) Staphylinini

Othiini «—— Paederinae
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Platyprosopini
__ Solodovnikov & Newton 2005"; Arrowinini
McKenna ef al. 20142

«= The above and Brunke et al. 20162 — Brunke et al. 20167

— Solodovnikov et al. 2013" — The above and Schomann & Solodovnikov 20167
- McKenna et al. 20142




Othiin

Othius (126 spp.) Atrecus (13 spp.)
@ Parothius (2 spp.) @ Caecolinus (1 sp.)




Morphospecies 1 & 2
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fossil 1 fossil 2
? Vo &
¢ 2.5 mmlong ¢ 2.4 mmlong
¢ Setose, with microsculpture ¢ Few setae, smooth surface

¢ Pronotum narrow posteriad ¢ Pronounced hind angles
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Characters in context

Postcoxal process present

¢ Characteristic for Paederinae

Antesternal plates absent

¢ Present state is MOX-clade characteristic



Phylogenetic reconstruction
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a[— Platyprosopus daressalamensis
Platyprosopus elongalus
4 Platyprosopus mexicanus

Arrowinus phaenomenalis
Quedius sidneensis
Quedius molochinus

Platyprosopini
Arrowinini

Staphylinini

Philonthus caeruleipennis

Pseudopss subulata (Pseudopsinae)
e = Piatyprosopus elongatus
a1 = - Plalyprosopus mexicanus ]-‘

Paederinae

6[

Diochus sp. (Lacs)
1

Diochini

Diochus

3— Maorothius brouni
Maorothius volans
Neohypnus sp.
Leplacinus intermedius

Xantholinus tricolor

Nudobius arizonicus

Nudobius lentus
Thyreocephalus albertisi

Gauroplerus fulgidus

fossils 1 & 2

Alrecus affinis
Alrecus americanus
Afrecus pilicornis

Maorothiini

Xantholinini

Othiini

Maorothius brouni
Maorothius volans
Leptacinus intermedius
Xantholinus tricolor
Neohypnus sp.
Nudobius anzonicus
R Nudobius lentus
SRS yreocephaus aberts
: Gauroplerus fulgidus
Othius punctulatus =
Othius subuliformis —0.81
Othius lapidicola
Othius jadwigae -
Parothius punciatus —

fossils 1 & 2 F—

Atrecus affinis 1097|
Alrecus amenicanus
5 e

¢ 38 species
¢ 65 morphological characters

A: Maximum Parsimony
B: Bayesian Inference

-~

Vetatrecus adelfiae V. secretum
gen.n. &sp.n.

& Vetatrecus sister to Atrecus
¢ Paederinae within Staphylininae
¢ MOX-clade recovered

Most important characters

for Othiini:

¢ Ventral basal ridge strongly projects
anteriad

¢ Apex of male sternite VIl evenly
arcuate




Phylogeny and classification
of the staphyliniform beetle families
(Coleoptera)

By MICHAEL HANSEN




' Chapter 3 +4

» ~3000 single-copy orthologous genes from N.

Score ~80 Staphs + outgroups in vespilloides genome identified

morphological matrix

» 21 transcriptomes (1KITE & CSIRO)
» 10 assembled, 11 pending

Phylogeny and classification
of the staphyliniform beetle families
(Coleoptera)

* NGS of ~60 Staphs + outgroups

- Target capture or genome re-sequencing??

By MICHAEL HANSEN 877-230-9060 (USA) support@novogenecom Contact Us in W (G

Nevo gene
Leading Edge Genomic Services & Solutions

ANIMAL & PLANT WHOLE GENOME RESEQUENCING

GENOMIC SOLUTIONS ~ CLINICAL SERVICES ~ TECHNOLOGY ~ SUPPORT ~ ABOUT ~

Sample
Preparation

Library Bioinformatics

» Preparation ’ Spagndng Analysis




Alexey Solodovnikov
Dagmara Zyta

Alex Predeus
Hermes Escalona
Adam Brunke
Shdhei Yamamoto
Anders Damgaard
Arn Rytter Jensen
Aslak Kappel Hansen
Oliver Niehuis

Karen Meusemann

This project has received funding from the
European Union’s Horizon 2020 research and
Solodovnikov Lab + Big4 Members innovation programme under the Marie
Sklodowska-Curie grant agreement No 642241




	Towards a Comprehensive Phylogeny of Staphylinidae (Coleoptera) 
	Slide Number 2
	Slide Number 3
	Slide Number 4
	Slide Number 5
	Slide Number 6
	Slide Number 7
	Slide Number 8
	Slide Number 9
	Slide Number 10
	Slide Number 11
	Slide Number 12
	Slide Number 13

